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SEQUENCE PROTOCOL 

<110> Roche Diagnostics GmbH 

<120> Method for determining the efficiency of 
nucleic acid amplifications 

<130> 544300EP 

<140> 544300EP 
<141> 2000-09-01 

<160> 8 

<170> Patentln Ver. 2.1 

<210> 1 

<211> 18 

<212> DNA 

<213> Homo sapiens 

<400> 1 

ggccgcgtct cctttgag 18 



<210> 2 
<211> 23 
<212> DNA 

<213> Homo sapiens 
<400> 2 

cgagttgtcc acagtcagca atg 



<210> 3 

<211> 20 

<212> DNA 

<213> Homo sapiens 

<400> 3 

ggccatggag cgctttgggt 



23 



20 



<210> 4 

<211> 26 

<212> DNA 

<213> Homo sapiens 

<400> 4 

aatggcaaga ccagcaagaa gatcac 26 



<210> 5 

<211> 19 

<212> DNA 

<213> Homo sapiens 



<400> 5 

cacacagcct actttccaa 



<210> 6 
<211> 17 
<212> DNA 

<213> Homo sapiens 
<400> 6 

ggtacccacg cgaatca 



<210> 7 
<211> 22 
<212> DNA 

<213> Homo sapiens 
<400> 7 

taacggcaat gcggctgcaa eg 



<210> 8 
<211> 24 
<212> DNA 

<213> Homo sapiens 
<400> 8 

eggaagaaaa cagcccaaag atga 



